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mm^^ mmm 

immCD^m t b^aSi: cDNA [3] 

■SM^^S^DNAHt^tTo 
[ 0 0 0 1 ] 
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#^ 1 1—346864 

[0 0 0 2] 

, (1) mm<Dmm^mnhr:LV. mm\^<D^Mmm^mmmmizmt>^x\f^^ 
*Bfls#*&saK. (2) mm\^(7)!^mnmizm^t^nmmm. o) x:t^;i/^ 
-m^icKfc-s^e®, (4) mm<Dmm' ^mizmt>^mm^mm.QU. (5 
) saK<D^fi^icg§fc-5Sf^B9^seK, (6) mi&m<D^m\zmt>^^u^r 
-^mmm&m. n) i^o^mm^zm^-t^mBm.. (s) ae^®«K^ic 
w-§^-r-&e¥H^^> (9) mRNA®x:/^>r t'>i?*tcge^-re^seK5&if*'^ 

[0 0 0 3] 

h S e S ^ 5 ;t <g> :i «^ nflg 3£ V ^„ 
[0 0 04] 
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tt, i^CDW#«*-rmRN AtcK^Stl, mRN A©gB^JW#S:®|RLrS 

-^mx^tilt. c DNA^Mv^T#^B■r-5SeR=b-^^■rS3i:*'5nrlgi:J& 
So ^rT% #aifflfl&*^e)#^LfcinRNA^^Mlc:L/T, cDNA^r-a-^U, 
c DNA(Z)SP:$)-j^^@H^J$:^^f -&VA;fc>»^)SE ST^ni/'ai^ h *^ jt^ff L T V > 

[0 0 0 5] 

^ tir ws < ttMSM® miRM^^©— gpcD c d n a m^^-e 

& S o 

[0 0 0 6] 

SltTl^-S (Kato, S. et al., Gene 150:243-250, 1994) „ ^l/T^(3!)S^g-e 

McDN A(Dmxmm-t^:iti:fy^-oimtfjt-or^„ z.(D^m^m^^x\:i h^±-§tc 

[0 0 0 7] 

XM^^lzmnti^^^t^mzmmMz:^ti^zt.i)m^mzrjt^j^^$>^>^ 3ti 

^(Dm^^mm-t^r^&)izit. mnf^m^^cDmt^^jiziE'm^jtm^^timA^^ 
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[0 0 0 8] 

<^«$st:hMa«, r(^)ga®$:=i- K-r-£>DNA{iT;i. :r.(DDN Am}n<Dmm 

[0 0 0 9] 

(2) ffrga (1) e M S: 3 - F -5 D N A m^-c 

(3) itfia(l)®Sea$:3- F-r-St: h c DN Alf^tDT, iB^J## 1 1 e>S2 
^J||#2 0®V^•rtL*^(^)ife«@H^JS:;tt-•&DN A||T>to 

(5) trfSB (2) ti* e, (4) ® V>-m*^® D N A m}n ^^y}fhU Sf?^ -5 V^ li^^M 
[0 0 10] 

S ^ S V^ litrfSB^^ (2) ~ (4) © D N A m}i ^ m^f^XM^^ D N AUmX^ 
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r^mmmm^iii^(D:^miz ^ y ^i^j^k ^ - izmm^ s ^ i: tc j: y , 

[0011] 

m-^izit. m^itmmmmi3)^t=.itiA)(DDNAmf^(Dmmmi^^. rnajku 

X^^. RN AjKU ^ ^-ifyn^-^-i: LTtt, T7, T3, SPBt^ifi}^ 

. pKAl. PCDM8, PT3/T7 18, pT7/3 19, p B luescrip 
t Utj^iftt^m^X^&o 
[0 0 12] 

mm^mii)(DmBm^±mm^£i^(DW^mxDNAm}i^nm^'&x^m^ 

BN A^u--yifm&. ^-^^^-'^(-^^m-t^^m^^^ ^-iz. m 
;i «iai3^ w (3) * :t « (4) © D N A m)n(Dmmmm^mm:^t:^mm^ ^^-^j^ 

z}ii)^X^^o :r.(Dm. ^M(ommmm(Dmmzm^:ot\^yiii^±n\^y^i4M 

vxmm^-^tnt. ^M(Dmm^^timBm:mn^m^z:tii}'^x^^o ^-5v^^i 
, n<DmBnii<Dm^mBWiii^xmm^'&^zt.^x^^o c:<DjSi-^MeM$: 

Mm:^jtzfa'7^r-'^XWm-t^:^iiiz^^XZL(DcDNAfj^n~ K-T-SSa^as 
:$>®*$:St#-r€>:it=br'^So :^J»Sfflf§3^^^^-i: LT«, pUC^, p 

Bluescript II, p E T^j^i/X-T^i^, P G E X|g^^>:;^^ if^b^M^T'^ S 
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o 

[0 0 13] 

Kit. m:^itmm^mi3)^t^iti^)(DDNAm}i<Dmmm^^. •:fu^-^-. 

^ttf^X'^&o ^^^^ ^-tl^Xli. pKAl, PCDM8, PSVK3, p 
MSG, pSVL, pBK-CMV, pBK-RSV, EBYKi7 pRS 
, P YE S 2:fe^*j^)^MzR"e^-5„ ^ fe, pIND/V5-His, pFLAG- 
CMV-2, pEGFP-Nl, p E G F P -C 1 ;&if ^ - il LTffi 

V^tl^^, His^Jf^r, FLAG^i'*, G F P fjti^^m^ ^'^UMLtcm^Ml^M 

tLxmm^-^^:r.ii%x^^. MmmmtLxit. ■^j\y^mmmcos ^ 
nmii)(DmBM^^mx^^^<Dx$>nit. v^;b^;&sK^lB^|^gT'=foj:v^„ mm 

[0 0 14] 

^s. m^\t. m.mf^E(D^m<i'pm-mmnM\z^^^m. m=^w,mm. mmm 
it. wsx'^mm^m.m. wsr. mMm. m^mm. ^)\ym^. sds-pag 

[0 0 15] 

itfSH^ro(i)®M&«ici±, i2^j##i )b^^aB^j#-^i o<Dr^ jmmn(D\^ 
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^i-tSc Lfc*^oT. 3ti?>(D^t(if$ti:feMaM%t«iai§^(i)(Z)gaMoD^H 

[0 0 16] 

ttfgB^^(2)'-(4)®DNA|fT;ilcii, ta8B(l)<Z)ga®S:n- Ft--&-r^T® 
[0 0 17] 

taSa^^9(3)*fctt(4)ODNA^;t (cDNA) ii, Mx-lit: N^flgfi^ c D 

mbfcjKU (A)-^RNAS:|^MhbT-^^-rSo t h ^JiS i: b T A^ii^h^m 
^^^^CJ:oT^gmStlfc%®^?%^«gJflg^?^^V^„ cDNA}*. isgOj-Berg^ 
(Okayama, H. and Berg, P., Mol. Cell. Biol. 2:161-170, 1982) , Gubler-H 
ffman^ (Gubler, U. and Hoffman, J,, Gene 25:263-269, 1983) ?&;i^V^*v;^ 

MMiZ:&l,ff-^Z>^^^^yb:yir^ (Kato, S. et al.. Gene 150:243-250, 199 
4) $:ffi^^-5Zli:*^M* ^fcr^M(Z)t h c DNA^-Y:^^ U -$:^VaS - 

i:=fo-e^-5c c DNA^^f g6«r© c DNA$:^ ^->'ft:-rs^c^i, 

3©mMJCj:oT*g«$tlStsflS5§^l(3)^7ttt(4)(Dc DNA (@S3?rj#-^ i i 
^3 0) (Z)'ttS§|$d3'®^^SlB^J^cSo•v^T:^-'J df^i^ l/>r^ rtiS: 
zfu~-^t. LTffiv>T, ^^c?):&^ic J: u r3n--^-&VNiiy^-^/\>r:/u ^5r 
-fif-^3>C<J:S::^>ir U-::l>^7*$:^f;t^^J;v^. c DN A»t 

[0 0 18] 

V ffilE# 2000-3113198 
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^■rs c DNAT^y, mn&^mi4)(DDNAmfilt. @H^a#-& 2 1 ;{)^ 3 0 CD 
V^-rtl*^®^^aBB3?a*^^^S c DN A-e^^o ^tl^tKD^ U-ym-^ (HP# 

[0 0 19] 

[*1] 





HP 


mm 




T 5 / m^m». 


1. 11. 21 


HP10098 


U937 


901 


199 


2. 12. 22 


HP10106 


U937 


1274 


326 


3. 13, 23 


HP10111 


U937 


1000 


50 


4. 13, 23 


HP10149 


U937 


1087 


176 


5. 15, 25 


HP10151 


U-2 OS 


703 


51 


6. 16. 26 


HP10160 


U937 


921 


190 


7. 17. 27 


HP10173 


HT-1080 


584 


125 


8. 18. 28 


HP10178 


HT-1080 


467 


125 


9. 19. 29 


HP10200 


HT-1080 


875 


176 


10. 20, 30 


HP10327 


KB 


470 


52 



[0 0 2 0] 

^fc. gH3^j##i i*>e>3 o®v^•rtl*^©^^^sg3n^^c^^v^T■^^bfc:^y :J 

4)<DcDN Atm—CD^U-y^nmcm^Z.ilib^'V^^^ 
[0 0 2 1] 

y^tcitmoyi.^ FlC<fcSM^:6":&$tlTV>S c D N A CKD^^CD^SH 

[0 0 2 2] 
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[0 0 2 3] 
[0 0 2 4] 

f^Sg-r€>z:i:*^-e^-g) #^¥7-3 i 3 i 8 i ^^^mMm<oism) o 

s:f^^t-*Lii> ttffa?g^ (1) ®se «icM-r n - ^^^-r^ z: 

[0 0 2 5] 

^cfcv^T, DNA®Mm;t{cBii-e»*6^;&^f^^i:tK^m>RfS:ii. jicS? ("Mol 
ecular Cloning. A Laboratory Manual", Cold Spring Harbor Laboratory, 198 

mmm^(D%(D^m^^t^. ^mmRj^(Dmmmm^. mmzRj^^mtfim<Dm 

m^lZ^-o-^o c DN A-^figliliCi^ (Kato, S. et al.. Gene 150:243-250, 199 

4) (Dmmiz'^^r^. 
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cDNA^>r:/^';-^LT, nh'^mmmmmu- 2 oscDNA^>ry 

^U- (WO 9 7/33993), H hmm&^mmmKB cDN A^-r 
- (WO 98/11217), t hy ^ ^U-^JVn-'^mmmHT - 1 0 8 0 c 
DNA^>f y^y- (WO 97/33993), fchV vUHJiSi^U 9 3 7 

cDNA^^rrf^y- (W09 7/3 3 9 9 3) $:MV^fe„ © U - 

^7n-> (A) ~ (J) (DnmitS^Ar<Diii3*}V:^^. 

(A) HP 1 0 0 9 8 

b: hU>;^--7^fl^|*U9 3 7 c DNA^>f :/^y --*^p>#e>ti:t^^n->H 

P 1 0 0 9 8<Z)cDNA>r>-t?-- h (D±^mmm^^^Lt^ t. :r. a. 3 5 b pOQ 
5 ' 4¥mmM^. 600bp(DORF (aH^J## 11), 266bpCD3' 
iRMJ^*^^«:<5«3t^^tL/TV%;t (SH^J##2 1) „ O R F 1 9 9 
a (S2^J##1) A^e>^-5S&M$:=i- Kl/T^y, >f >l^hniSiR®3g|g, O 
RF>^)^P>^«$tl-S:$^^*2 1, 7 5 0 J: ^J^^:^^V^2 4 k D a COlSIRj^i^*'^ 

(mmmz} „ 3<z)sa®i:GFPi:<Di6^Ma^{±, mstci^^t^® 

CO 0 2 6] 

^n-> (A) cDNA®i^SgB3^J$:MV^TGe nB a nk^r^^Lfc 
EST®rfilc, 9 0%JB^Ji<z)*B|qf'ffi$:Wr^%O (Mx.li, T^-fei>a 

>##H4 0 2 0 8) *'5^^$tlTVAfe*'5, SP:$>Ig^J>&©l?^D-> (A) ij^Zl 
- K-r-Sil Allies as Srn- FLTV^S5b^ife»*^^±^!J^"t?^J&V^„ 

(B) HP 1 0 1 0 6 

t h U >>i^-v^fl&^u 9 3 7 c DNA^>r:/^';-7b>e>^^tifc^7n->H 
P 1 0 1 0 6® cDNA-r>1J-- h©±mSfB^!J$:SSb^L/fci:Z15, 1 3 0 b p 
® 5 ' 981bp(Z)ORF im^m^ 12), leSbpOS' # 

SiR^^A^e>^'5>#>g$:>tbTV>fc (iB^J##2 2) „ ORFli3 2 6r^ym 
a» (@2^J#-^2) *^^;&-5SaM^zi- KLTfey, > ti* h nlSIR®^^, 
ORF;^)^e>^3®$tl-S:$)•^*3 6, 6 8 4 J: ^;^^;^^^^4 1 k D a ® j^f^M^ 
(^J6M2) „ ^(DSSKilGF PiKDSfe^Saaii, m^#:lC5g 
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[0 0 2 7] 

^7^, ^0-> (B) c DNA(Z)i^SSfi^J$:MVNTGe nB a n kSr^^bfe 
>1I#AA 3 8 4 2 2 5) ;()^^^$ tlT g|S:»-@H^Jj&® "T □ - > (B) 

(C) H P 1 O 1 1 1 

11 h V >3iN- -eUffilgtlNU 9 3 7 cDNA^-f :/^y-*^e3#e>tl}tiJ7D->H 
P 1 0 1 1 1 ® cDNA>r>i?— h(D^igSiB3^JS:9^^L:ti::i5, 3 2 b p© 
5 • ^mmmm. 153bp®ORF (BB^J#-^ 13), 815bp(D3' 
iRM^*^e>3&S«Pjg$:WLTV>;t (B2^J##2 3) „ O R F 5 0 T ^ >^ 
(SB^J#-^3) FLTV^fe„ -f h nSliR®^:^, OR 

^ifeM2) „ c:©gaei:GFPi:©i6-^sestt, mm^mzmvt<Dmmff^u 

[0 0 2 8] 

^ fe. □ - > ( C ) c D N A CZ)i^SBe^J$:M V^T G e n B a n k $:^m b 

>##AL 110 14 1) A^^^snrvA^*^, m-^m9fi^(Dx^^u-zy (o 

(D) HP 1 0 1 4 9 

t h y >3Jn- vMflg^i^u 9 3 7 cDNA^-Y :/^y-*^e>^e>t^fe^^->H 

P 1 0 1 4 9<Z)cDNA-f h(D±i^«Se^J^^^L:ti:3 5, 2 7 b p® 

5 ' $¥mmm.^. 53 1bp®ORF CIB JU#-^ 14), 529bp(Z)3* #!S 
iRM^A^e);5^S«^t?:^LTV^;t (BH^J##2 4) „ O R F 1 7 6 T ^ y 
a (g2M«#4) FLTfetl, > h OiaiRO^:^, O 

RF*Np>^jg$tl<5:$^^-4 2 0, 7 3 4 cl: ^;^^;^^^r^2 3 k D a CDffliRM^^j^)^ 

^^Ljt cm-mm2) „ ^(DsaMtGFPii^ife-^Meaii, 
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[0 0 2 9] 

, ^ai^SgeKWO 2 A 1 1. 2 (r^-fei/3>##CAB 0 4 8 8 9) i:^ 
^44$r^LTVNfeo 01 ic, ^D-^ (D) ;?)^=3- Kf-Sfc hSQMi:, m&U 

[0 0 3 0] 

:57n-> (D) cDNA®|^«lE3^J$:MV^TGe nB a n k$::^^L7b 
>##T3 4 9 8 9) *^rg|»$tlTv^fc3^>^ ^r$>SB^J>&®T n - > (D) if^n 

(E) HP 1 0 1 5 1 

t l>#^MlBIJgS«^U- 2 OS cDNA^-f:/^y-;b^?>#e>tl}t^n->H 
P 1 0 1 5 1(D c DN A>(>V- h<D^m.mm^i^m&Lt=. t z: 6 6 b pCD 
5 ' ^mWimm> l 56bp®ORF (BB^J## 15), 481bp®3' 4m 
IKM^*>e3^S«jg^WLTV%:^ (SB^rj#-^2 5) „ O R F 5 1 T ^ 7 
(B23?{f##5) — KbTfe»J, -f > 1^ h n jSIRCD^:*, OR 

f=. (lligM4) o 

[0 0 3 1 ] 

^fe, :57D-> (E) c DNA(Di^«Bg^J?:fflV^TG e n B a n k 
^^5, ESTOtfilC, 9 0%je<±(Z)ffl|^'ffi$:;frSt)® (#!f;tli, T^-fei^3 
>##AA3 0 4 5 0 3) A^^gtStlT V^fc*^ ^^^@B3^J;&® T' ^ □ - > (E) 

(F) HP 1 0 1 6 0 

t h y >j}x-Vi?|?JBg^U9 3 7DNA^^>^^y-;^)^p5#e>4^7^^^->HP 
10 16 0®cDNA-O-9-- h(Z)^JE^a@B^J$:^^Lfei:z:5, 2 0 3 b p (?) 



1 2 
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5 ' ^mmm^. 573bpODORF (@BMS# 16), 145bp®3' im 
iRM^*^eJ^S^3g^;tLTV^:fc (iH^J##2 6)<. ORFlil 9 Or^ /^J^ 
« (Se^J#^6) *^^3&SlieM$:=i- KLTe»J, >f > tf h nffilRCD^^, O 
RF*N^^»,$tie:«-^»2 1,481 J;^;^^:^^V^2 5 k D a 

[0 0 3 2] 

> m&UmmBMZKl 2 4 8. is (r^-fei^a>##AAC ? 1 0 9 6) H 

l^^K^^s:^LTv^fc„ 021c, ^d-> (d) ^'^n- F-r<g>ii hse^i:, 

^ >^^?SSS:^tl^tX*-r» N5^3SgMl 5 9 ym?^»lCi)feoT, 3 6. 5 
[0 0 3 3] 

^fc, ^70-> (f) c DNA®^^^IH^J$:MV^TG e n B a n k 

E ST^tfilC, 9 oroaJiCD^gM-ffi^r^-rs*;© T^-fe->a 
>||-^AA3 0 4 5 0 3) ift^^^StlT V^fe>^)^, a54>IB^j3&® □ - > (F) 

(G) HP 1 0 1 7 3 

n ■:fu-^jv:=i-'^mS^^nT- i o 8 o c dn A^-f U -*^b=^e> 

tlt^i7U->HP 1 0 17 3® cDNA>r>-9-- h CD^i^^ie^JS:^^ Lfcil 3 
5, 4 0 b p(Z)5' 3 7 8 b POOR F (g3^J## 1 7) , 16 6 

bp©3' $¥mmmmtf^^ti^mm:^mvr\^^t=. (sb^j##2 7) „ orfi^i 

mm<DmS^. ORF*>P>^«$tl-S4j'^4l 4, 1 9 O^iSISI^DI 5 kDa© 
[0 0 3 4] 



1 3 
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. m&UMM^MC 0 4 H b . 1 (r^-fei/a>##C AB 0 3 8 4 0) 
tt$:*LTv%^„ 03 {c, ^n-> (D) K-r^t hSI^Ki:, 

geMC04H5. l<Z)T^yKSB^J®JtgeS:^-rc -i^^^^yzf^. *lt^(D 

[0 0 3 5] 

^7^. ^U-y (G) c DNA®i^»gB^^J$:MV^TGe nB a n k$:;g^5^L7t 
>##AA 9 3 7 7 7 3) 7&^^fi^ $ tl T V ^ 7^ 3^)^, aS^SB^JJ^® T' □ - > (G) 

(H) H P 1 0 1 7 8 

n h7>f :/nif>n/=i- x'UHjBgls^HT- 1 o 8 o c bn -if^ v -itj^^m^ 

tlfc^D->HP 10 17 8® c DNA^>-9— hOD^i&^ig3rrj$:^^(^fc^3 

5. 3 9 b p® 5* 4¥MmM^. 3 7 8 b pCDORF (gB^J## 1 8) , 50b 
P®3' #fflgRM^^*^^^c^#^tS:;tLT^^fe (IH3^J##2 8) „ ORF«12 
5T^ym?S» (SB3«J##8) *^e>:&'5SeW?:n- KLTfeU, ^yifhuM 
mCD^^. ORF5^)^e>^3®Stle^^^»l 3, 5 0 6 J: U VM 5 k D a 

immmz) , C!:(Z)ge«fcGFPi:®ili-^g&^«, 

[0 0 3 6] 

^fe, iJ'n-^ (H) cDNAOigSiH^[^S:fl|V^TGe nB a nkSrM^L}^ 
EST^ifilC, 9 0%jeA_h©*ai^ffiS::fr<5t)® mTLlt. r^'tiys 
>#-^AA 2 1 8 5 8 1 ) A'«1^0$tlTV^;tJ^)'^. gPiMg^j3&©-e^ C - > (H) 

(I) HP10200 

n h"7-f :/ni?-;i/3-v^JiS«HT- i o 8 o c DNA^-r U 
tlfc^^n->HP 1 0 2 0 0© c DNA-r hCD^ig^gB^ri^r^^bT^i:^ 

6, 2 4 b p ® 5 ' #lSII?Mi|Jc, 53 1 bp®ORF (@B^J## 19), 320 



1 4 
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bp® 3' ^mmm^i)^^i^:5m:^^mVX\^r=i (@B^J#-^2 9) „ ORFt±l 
mWiCO^^m. ORF*^e>^3®$tlS4^^*l S, 4 O 8J:^J^^:^^^^2 4 KD 

[0 0 3 7] 

l7U-y (I) cDNA®^«gB^J$:ffiV^TGe n B a n kSr^g^^bTt 
>##AA 1 8 7 4 1 6) *^g^Stl"r^^fc;b^, ^^@B^J?^©T □ - > (I) 
(J) HP10327 

3 2 7® c DNA>r>-9— h©^igSBB^JS:^^L;t 2 1 5 b p CD 5 ' 

l^aiRM^, 1 5 9 b p(Z)ORF (iB3^J##2 0) , 9 6 b p (Z) 3 ' #®f?MJ^ 
*^^^;S«)g$:^bTV^fc (BH^J##3 0) „ O R F 5 2 T ^ 7 (SB^J 
##10) *>e>JS;^>Me^$:n- KLT^y. >f >tf h nSIR®^:^, ORF*^ 
^^3® $ 5,6 3 6 iimtmC 6 k D a ©Sf^jgi^j&^^^X, 

M2) „ 3®geei:GFPi:®g6-^gejS«, *fflJBgMlCM0^<3[>f§31;b^^to ^ 

[0 0 3 8] 

^^n-> (J) cDN ACD^mmm^m^^X Ge nB an i^^il^mVtc 
^ra. EST©ttr{C, 9 0%J6/lJ:®ffi|^ffi^^-r'&*® m^it^ T^±i/3 
>#-#A I 0 9 7 0 9 2) *^^^$tlTv^:t*^, aJ^^^lB^^Jja;® ^ n - > (J) 



1 5 
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m^mm 12. 5 1 , mmm a^yh ic#m) o . s a* i , r ^ y ( 

p^^:r->S:-^^;feVA) 2 /i 1 . [^^S] (TV-^/^Att) 2 a 1 

(0. 37MBq//il), T 7 R N A 3j< U ^ ^ -if 0 . 5 1 , RNasin 
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[0 0 4 0] 

J: o T li« $ & D N A tt, ^ O - >^^»^^?&]KM ^^^2^ 

[0 04 1] 

[ffi^J^] 

SEQUENCE LISTING 

<110> Japan Science and Technology Corporation 

<120> lihSaftilcDNA 

<130> NP99461-YS 

<140> 

<141> 

<160> 30 

<170> Patent In Ver. 2.0 

<210> 1 
<211> 199 
<212> PRT 

<213> Homo sapiens 



1 8 
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#^ 11—346864 

<400> 1 

Met Arg Phe Arg Phe Cys Gly Asp Leu Asp Cys Pro Asp Trp Val Leu 
15 10 15 

Ala Glu lie Ser Thr Leu Ala Lys Met Ser Ser Val Lys Leu Arg Leu 

20 25 30 

Leu Cys Ser Gin Val Leu Lys Glu Leu Leu Gly Gin Gly He Asp Tyr 
35 40 45 

Glu Lys He Leu Lys Leu Thr Ala Asp Ala Lys Phe Glu Ser Gly Asp 

50 55 60 

Val Lys Ala Thr Val Ala Val Leu Ser Phe He Leu Ser Ser Ala Ala 

65 70 75 80 

Lys His Ser Val Asp Gly Glu Ser Leu Ser Ser Glu Leu Gin Gin Leu 
85 90 95 

Gly Leu Pro Lys Glu His Ala Ala Ser Leu Cys Arg Cys Tyr Glu Glu 
100 105 110 

Lys Gin Ser Pro Leu Gin Lys His Leu Arg Val Cys Ser Leu Arg Met 
115 120 125 

Asn Arg Leu Ala Gly Val Gly Trp Arg Val Asp Tyr Thr Leu Ser Ser 

130 135 140 

1 9 fiBi£# 2000-31 13198 
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Ser Leu Leu Gin Ser Val Glu Glu Pro Met Val His Leu Arg Leu Glu 

145 150 155 160 

Val Ala Ala Ala Pro Gly Thr Pro Ala Gin Pro Val Ala Met Ser Leu 

165 170 175 

Ser Ala Asp Lys Phe Gin Val Leu Leu Ala Glu Leu Lys Gin Ala Gin 
180 185 190 

Thr Leu Met Ser Ser Leu Gly 

195 



<210> 2 
<211> 326 
<212> PRT 

<213> Hobo sapiens 
<400> 2 

Met Lys Gin Asp Ala Ser Arg Asn Ala Ala Tyr Thr Val Asp Cys Glu 
1 5 10 15 

Asp Tyr Val His Val Val Glu Phe Asn Pro Phe Glu Asn Gly Asp Ser 
20 25 30 

Gly Asn Leu lie Ala Tyr Gly Gly Asn Asn Tyr Val Val He Gly Thr 

35 40 45 

Cys Thr Phe Gin Glu Glu Glu Ala Asp Val Glu Gly He Gin Tyr Lys 

2 0 ffilE# 2000-3113198 
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50 55 60 

Thr Leu Arg Thr Phe His His Gly Val Arg Val Asp Gly He Ala Trp 
65 70 75 80 

Ser Pro Glu Thr Arg Leu Asp Ser Leu Pro Pro Val He Lys Phe Cys 

85 90 95 

Thr Ser Ala Ala Asp Met Lys He Arg Leu Phe Thr Ser Asp Leu Gin 

100 105 110 

Asp Lys Asn Glu Tyr Lys Val Leu Glu Gly His Thr Asp Phe He Asn 
115 120 125 

Gly Leu Val Phe Asp Pro Lys Glu Gly Gin Glu He Ala Ser Val Ser 

130 135 140 

Asp Asp His Thr Cys Arg He Trp Asn Leu Glu Gly Val Gin Thr Ala 

145 150 155 160 

His Phe Val Leu His Ser Pro Gly Met Ser Val Cys Trp His Pro Glu 

165 170 175 

Glu Thr Phe Lys Leu Met Val Ala Glu Lys Asn Gly Thr He Arg Phe 
180 185 190 

Tyr Asp Leu Leu Ala Gin Gin Ala He Leu Ser Leu Glu Ser Glu Gin 
195 200 205 



2 1 
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Val Pro Leu Met Ser Ala His Trp Cys Leu Lys Asn Thr Phe Lys Val 

210 215 220 

Gly Ala Val Ala Gly Asn Asp Trp Leu He Trp Asp He Thr Arg Ser 

225 230 235 240 

Ser Tyr Pro Gin Asn Lys Arg Pro Val His Met Asp Arg Ala Cys Leu 

245 250 255 

Phe Arg Trp Ser Thr He Ser Glu Asn Leu Phe Ala Thr Thr Gly Tyr 

260 265 270 

Pro Gly Lys Met Ala Ser Gin Phe Gin He His His Leu Gly His Pro 

275 280 285 

Gin Pro He Leu Met Gly Ser Val Ala Val Gly Ser Gly Leu Ser Trp 

290 295 300 

His Arg Thr Leu Pro Leu Cys Val He Gly Gly Asp His Lys Leu Leu 

305 310 315 320 

Phe Trp Val Thr Glu Val 

325 



<210> 3 

<211> 50 

<212> PRT 

<213> Homo sapiens 

2 2 £f}iE#2 0 0 0 - 3 1 1 3 1 9 8 
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<400> 3 

Met Val Leu Gly Ala Asp Ala Val Trp Leu Trp lie Ala Pro Tyr Gly 
15 10 15 

Gin Leu Cys Pro Gin Gly Arg Met Arg He Ala Thr Glu Val Leu Lys 

20 25 30 

Ser Lys Pro Asn Ser Ser His Trp His Thr Gly He Arg Gin Lys Ala 
35 40 45 

Gly Ser 

50 

<210> 4 

<211> 176 

<212> PRT 

<213> Bono sapiens 

<400> 4 

Met Ala Met Ser Phe Glu Trp Pro Trp Gin Tyr Arg Phe Pro Pro Phe 
15 10 15 

Phe Thr Leu Gin Pro Asn Val Asp Thr Arg Gin Lys Gin Leu Ala Ala 

20 25 30 

Trp Cys Ser Leu Val Leu Ser Phe Cys Arg Leu His Lys Gin Ser Ser 
35 40 45 

2 3 aj|E# 2000-3113198 
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Met Thr Val Met Glu Ala Gin Glu Ser Pro Leu Phe Asn Asn Val Lys 

50 55 60 

Leu Gin Arg Lys Leu Pro Val Glu Ser He Gin He Val Leu Glu Glu 
65 70 75 80 

Leu Arg Lys Lys Gly Asn Leu Glu Trp Leu Asp Lys Ser Lys Ser Ser 

85 90 95 

Phe Leu He Met Trp Arg Arg Pro Glu Glu Trp Gly Lys Leu He Tyr 
100 105 110 

Gin Trp Val Ser Arg Ser Gly Gin Asn Asn Ser Val Phe Thr Leu Tyr 
115 120 125 

Glu Leu Thr Asn Gly Glu Asp Thr Glu Asp Glu Glu Phe His Gly Leu 

130 135 140 

Asp Glu Ala Thr Leu Leu Arg Ala Leu Gin Ala Leu Gin Gin Glu His 
145 150 155 160 

Lys Ala Glu He He Thr Val Ser Asp Gly Arg Gly Val Lys Phe Phe 

165 170 175 



<210> 5 
<211> 51 
<212> PRT 

2 4 ffiSE# 2000-3113198 
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<213> Homo sapiens 
<400> 5 

Met Phe Arg He Glu Gly Leu Ala Pro Lys Leu Asp Pro Glu Glu Met 

15 10 15 

Lys Arg Lys Met Arg Glu Asp Val He Ser Ser He Arg Asn Phe Leu 
20 25 30 

He Tyr Val Ala Leu Leu Arg Val Thr Pro Phe He Leu Lys Lys Leu 
35 40 45 

Asp Ser He 
50 

<210> 6 
<211> 190 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Ala Ser Arg Gly Lys Thr Glu Thr Ser Lys Leu Lys Gin Asn Leu 

15 10 15 

Glu Glu Gin Leu Asp Arg Leu Met Gin Gin Leu Gin Asp Leu Glu Glu 

20 25 30 

Cys Arg Glu Glu Leu Asp Thr Asp Glu Tyr Glu Glu Thr Lys Lys Glu 

2 5 2000-3113198 



#^ 1 1—346864 
35 40 45 

Thr Leu Glu Gin Leu Ser Glu Phe Asn Asp Ser Leu Lys Lys lie Met 

50 55 60 

Ser Gly Asn Met Thr Leu Val Asp Glu Leu Ser Gly Met Gin Leu Ala 

65 70 75 80 

He Gin Ala Ala He Ser Gin Ala Phe Lys Thr Pro Glu Val He Arg 

85 90 95 

Leu Phe Ala Lys Lys Gin Pro Gly Gin Leu Arg Thr Arg Leu Ala Glu 
100 105 110 

Met Asp Arg Asp Leu Met Val Gly Lys Leu Glu Arg Asp Leu Tyr Thr 
115 120 125 

Gin Gin Lys Val Glu He Leu Thr Ala Leu Arg Lys Leu Gly Glu Lys 

130 135 140 

Leu Thr Ala Asp Asp Glu Ala Phe Leu Ser Ala Asn Ala Gly Ala He 

145 150 155 160 

Leu Ser Gin Phe Glu Lys Val Ser Thr Asp Leu Gly Ser Gly Asp Lys 
165 170 175 

He Leu Ala Leu Ala Ser Phe Glu Val Glu Lys Thr Lys Lys 

180 185 190 

2 6 ffiil#2 0 0 0 - 3 1 1 3 1 9 8 
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<210> 7 

<211> 125 

<212> PRT 

<213> Hoao sapiens 

<400> 7 

Met Lys Leu Leu Thr His Asn Leu Leu Ser Ser His Val Arg Gly Val 
15 10 15 

Gly Ser Arg Gly Phe Pro Leu Arg Leu Gin Ala Thr Glu Val Arg He 

20 25 30 

Cys Pro Val Glu Phe Asn Pro Asn Phe Val Ala Arg Met He Pro Lys 

35 40 45 

Val Glu Trp Ser Ala Phe Leu Glu Ala Ala Asp Asn Leu Arg Leu He 

50 55 60 

Gin Val Pro Lys Gly Pro Val Glu Gly Tyr Glu Glu Asn Glu Glu Phe 
65 70 75 80 

Leu Arg Thr Met His His Leu Leu Leu Glu Val Glu Val He Glu Gly 

85 90 95 

Thr Leu Gin Cys Pro Glu Ser Gly Arg Met Phe Pro He Ser Arg Gly 
100 105 110 

He Pro Asn Met Leu Leu Ser Glu Glu Glu Thr Glu Ser 

2 7 miiE#2 0 0 0 - 3 1 1 3 1 9 8 
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115 120 125 

<210> 8 
<211> 118 
<212> PRT 

<213> Hooo sapiens 
<400> 8 

Met Ala Gly Ala Gly Pro Thr Met Leu Leu Arg Glu Glu Asn Gly Cys 
15 10 15 

Cys Set Arg Arg Gin Ser Ser Ser Ser Ala Gly Asp Ser Asp Gly Glu 

20 25 30 

Arg Glu Asp Ser Ala Ala Glu Arg Ala Arg Gin Gin Leu Glu Ala Leu 

35 40 45 

Leu Asn Lys Thr Met Arg He Arg Met Thr Asp Gly Arg Thr Leu Val 

50 55 60 

Gly Cys Phe Leu Cys Thr Asp Arg Asp Cys Asn Val lie Leu Gly Ser 

65 70 75 80 

Ala Gin Glu Phe Leu Lys Pro Ser Asp Ser Phe Ser Ala Gly Glu Pro 
85 90 95 

Arg Val Leu Gly Leu Ala Met Val Pro Gly His His He Val Ser He 
100 105 110 

2 8 2000-31 13198 
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Glu Val Gin Arg Glu Ser Leu Thr Gly Pro Pro Tyr Leu 
115 120 125 



<210> 9 
<211> 176 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Ala Ala Arg Gly Arg Arg Ala Glu Pro Gin Gly Arg Glu Ala Pro 

15 10 15 

Gly Pro Ala Gly Gly Gly Gly Gly Gly Ser Arg Trp Ala Glu Ser Gly 

20 25 30 

Ser Gly Thr Ser Pro Glu Ser Gly Asp Glu Glu Val Ser Gly Ala Gly 

35 40 45 

Ser Ser Pro Val Ser Gly Gly Val Asn Leu Phe Ala Asn Asp Gly Ser 

50 55 60 

Phe Leu Glu Leu Phe Lys Arg Lys Met Glu Glu Glu Gin Arg Gin Arg 

65 70 75 80 

Gin Glu Glu Pro Pro Pro Gly Pro Gin Arg Pro Asp Gin Ser Ala Ala 

85 90 95 

2 9 ffilE# 2000-3113198 
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Ala Ala Gly Pro Gly Asp Pro Lys Arg Lys Gly Gly Pro Gly Ser Thr 
100 105 110 

Leu Ser Phe Val Gly Lys Arg Arg Gly Gly Asn Lys Leu Ala Leu Lys 
115 120 125 

Thr Gly lie Val Ala Lys Lys Gin Lys Thr Glu Asp Glu Val Leu Thr 
130 135 140 

Ser Lys Gly Asp Ala Trp Ala Lys Tyr Met Ala Glu Val Lys Lys Tyr 
145 150 155 160 

Lys Ala His Gin Cys Gly Asp Asp Asp Lys Thr Arg Pro Leu Val Lys 
165 170 175 



<210> 10 
<211> 52 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Thr Asp Thr Glu Asn His Asp Ser Ala Pro Ser Ser Thr Ser Thr 

15 10 15 

Cys Cys Pro Pro He Thr Ala Gly Met Gin Leu Lys Asp Ser Leu Gly 

20 25 30 

Pro Gly Ser Asn Arg Pro Leu Trp Thr Leu Arg Pro Leu His Leu Trp 

3 0 ffiE# 2000-3113198 
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35 40 45 

Val Val Cys Leu 
50 



<210> 11 

<211> 600 

<212> DNA 

<213> Homo sapiens 

<400> 11 

atgaggttcc ggttctgtgg tgatctggac tgtcccgact gggtcctggc agaaatcagc 60 
acgctggcca agatgtcctc tgtgaagttg cggctgctct gcagccaggt actaaaggag 120 
ctgctgggac aggggattga ttatgagaag atcctgaagc tcacggctga cgccaagttt 180 
gagtcaggcg atgtgaaggc cacagtggca gtgctgagtt tcatcctctc cagtgcggcc 240 
aagcacagtg tcgatggcga atccttgtcc agtgaactgc agcagctggg gctgcccaaa 300 
gagcacgcgg ccagcctgtg ccgctgttat gaggagaagc aaagcccctt gcagaagcac 360 
ttgcgggtct gcagcctacg catgaatagg ttggcaggtg tgggctggcg ggtggactac 420 
accctgagct ccagcctgct gcaatccgtg gaagagccca tggtgcacct gcggctggag 480 
gtggcagctg ccccagggac cccagcccag cctgttgcca tgtccctctc agcagacaag 540 
ttccaggtcc tcctggcaga actgaagcag gcccagaccc tgatgagctc cctgggctga 600 

<210> 12 

<211> 981 

<212> DNA 

<213> Homo sapiens 

<400> 12 



ffilE# 2000-31 13198 



11—346864 



atgaagcaag atgcctcaag aaatgctgcc 
gtggtagaat ttaatccctt tgagaatggg 
aataattatg tggtcattgg cacgtgtacg 
attcagtata aaacacttcg aacatttcac 
agcccagaga ctagacttga ttcattgcct 
gatatgaaaa ttagattatt tacttcagat 
gagggccata ccgatttcat taatggtttg 
gcaagtgtga gtgacgatca cacctgcagg 
cattttgttc ttcattctcc tggcatgagt 
ctaatggttg cagagaagaa tggaacaatc 
attttatctc ttgaatcaga acaagtgcca 
accttcaaag ttggagccgt tgcaggaaat 
agttatcctc aaaataagag acctgttcac 
acaattagtg aaaatctgtt tgcaaccact 
caaattcatc atttaggaca ccctcagccc 
ggactgtcct ggcatcgaac tctccctctg 
ttttgggtga ctgaagtata a 



tacactgtgg attgtgaaga ttatgtg:cat 60 
gattcaggaa acctaattgc atatggtggc 120 
tttcaggaag aagaagcaga cgttgaaggc 180 
catggagtca gggttgatgg catagcttgg 240 
ccagtaatca aattttgtac ttcagctgct 300 
cttcaggata aaaatgaata taaggtttta 360 
gtgtttgatc ccaaagaagg ccaagaaatt 420 
atttggaact tggaaggagt gcaaacagct 480 
gtgtgctggc atcctgagga gacttttaag 540 
cggttttatg atcttttggc ccaacaggct 600 
ttaatgtcag cacactggtg cttaaaaaac 660 
gattggttaa tttgggatat tactcggtcc 720 
atggatcgag cctgcttatt caggtggtcc 780 
ggttatcctg gcaaaatggc aagccagttt 840 
atcctcatgg gttctgtagc cgttggatct 900 
tgtgtaattg gaggagacca caagctgttg 960 

981 



<210> 13 
<211> 153 
<212> DNA 

<213> Homo sapiens 



<400> 13 

atggtgctgg gtgcagatgc agtgtggctc 
caaggaagga tgagaatagc tactgaagtc 
cacacaggca ttagacagaa agctggaagt 

<210> 14 



tggatagcac cttatggaca gttgtgtccc 60 
ctaaagagca agcctaactc aagccattgg 120 
tga 153 



3 2 
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<211> 531 
<212> DNA 

<213> Homo sapiens 
<400> 14 

atggcgatga gtttcgagtg gccgtggcag tatcgcttcc cacccttctt tacgttacaa 60 
ccgaatgtgg acactcggca gaagcagctg gccgcctggt gctcgctggt cctgtccttc 120 
tgccgcctgc acaaacagtc cagcatgacg gtgatggaag ctcaggagag cccgctcttc 180 
aacaacgtca agctacagcg aaagcttcct gtggagtcga tccagattgt attagaggaa 240 
ctgaggaaga aagggaacct cgagtggttg gataagagca agtccagctt cctgatcatg 300 
tggcggaggc cagaagaatg ggggaaactc atctatcagt gggtttccag gagtggccag 360 
aacaactccg tctttaccct gtatgaactg actaatgggg aagacacaga ggatgaggag 420 
ttccacgggc tggatgaagc cactctactg cgggctctgc aggccctaca gcaggagcac 480 
aaggccgaga tcatcactgt cagcgatggc cgaggcgtca agttcttcta g 531 

<210> 15 
<211> 156 
<212> DNA 

<213> Homo sapiens 
<400> 15 

atgttccgga ttgagggcct cgcgccgaag ctggacccgg aggagatgaa acggaagatg 60 
cgcgaggatg tgatctcctc catacggaac tttctcatct acgtggccct cctgcgagtc 120 
actccattta tcttaaagaa attggacagc atatga 156 

<210> 16 
<211> 573 
<212> DNA 

<213> H mo sapiens 



3 3 
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<400> 16 

atggcttcca gaggaaagac agagacaagc 
gatagactca tgcaacaatt acaagatctg 
gaatatgaag aaaccaaaaa ggaaactctg 
aagaaaatta tgtctggaaa tatgactttg 
attcaggcag ctatcagcca ggcctttaaa 
aaacaaccag gtcagcttcg gacaaggtta 
aagctggaaa gagacctgta cactcaacag 
cttggagaga agctgactgc agatgatgag 
ctcagccagt ttgagaaagt ctctacagac 
gcaagttttg aggttgaaaa aacaaaaaaa 



aaattaaagc agaatttaga agaacagttg 60 
gaggaatgca gagaggaact tgatacagat 120 
gagcaactaa gtgaatttaa tgattcacta 180 
gtagatgaac taagtggaat gcagctggct 240 
accccagagg tcatcagatt gtttgcaaag 300 
gcagagatgg atagagatct gatggtagga 360 
aaagtggaga tactaacagc tcttaggaaa 420 
gccttcttgt cagcaaatgc aggtgctata 480 
cttggctctg gagacaaaat tcttgctctg 540 
tga 573 



<210> 17 
<211> 378 
<212> DNA 

<213> Homo sapiens 



<400> 17 

atgaaactgc ttacccacaa tctgctgagc 
ttccccctgc gcctccaggc caccgaggtc 
ttcgtggcgc gtatgatacc taaagtggag 
ttgcgtctga tccaggtgcc gaaagggccg 
ctgaggacca tgcaccacct gctgctggag 
ccggaatctg gacgtatgtt ccccatcagc 
gaggaaactg agagttga 



tcgcatgtgc gggsEgtggg gtcccgtggc 60 
cgtatctgcc ctgtggaatt caaccccaac 120 
tggtcggcgt tcctggaggc ggccgataac 180 
gttgagggat atgaggagaa tgaggagttt 240 
gtggaagtga tagagggcac cctgcagtgc 300 
cgcgggatcc ccaacatgct gctgagtgaa 360 

378 



<210> 18 
<211> 354 
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<212> DNA 

<213> Homo sapiens 
<400> 18 

atggccggag ctggaccgac catgctgcta cgagaagaga atggctgttg cagtcggcgt 60 
cagagcagct ccagtgccgg ggattcggac ggagagcgcg aggactcggc ggctgagcgc 120 
gcccgacagc agctagaggc gctgctcaac aagactatgc gcattcgcat gacagatgga 180 
cggacactgg tcggctgctt cctctgcact gaccgtgact gcaatgtcat cctgggctcg 240 
gcgcaggagt tcctcaagcc gtcggattcc ttctctgccg gggagccccg tgtgctgggc 300 
ctggccatgg tacccggaca ccacatcgtt tccattgagg tgcagaggga gagtctgacc 360 
gggcctccgt atctctga 378 

<210> 19 
<211> 531 
<212> DNA 

<213> Homo sapiens 
<400> 19 

atggctgccc gagggagacg ggcggagcct cagggccggg aggctccggg ccccgcgggc 60 
ggtggcggtg gcgggagccg ttgggctgag tcgggatcgg ggacgtcgcc cgagagcggg 120 
gacgaggagg tgtcgggcgc gggttcgagc ccggtgtcgg gcggcgtgaa cttgttcgcc 180 
aacgacggca gcttcctgga gctgttcaag cggaagatgg aggaggagca gcggcagcgg 240 
caggaggagc cgcccccggg tccgcagcga cccgaccagt cggccgccgc cgctggcccc 300 
ggggatccga agaggaaggg cggtccgggc tccacactta gcttcgtggg caaacgcaga 360 
ggcgggaaca aactagccct caagacggga atagtagcca agaagcagaa gacggaggat 420 
gaggtattaa caagtaaagg tgacgcgtgg gccaagtaca tggcagaagt gaaaaagtac 480 
aaagctcacc agtgcggtga cgatgataaa actcggcccc tggtgaaatg a 531 

<210> 20 
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<211> 159 
<212> DNA 

<213> Homo sapiens 
<400> 20 

atgacagaca ccgaaaatca cgactcagcc ccctccagca cctctacctg ttgcccgccg 60 
atcacagccg gaatgcagct gaaagattcc ctggggcctg gttccaaccg cccactgtgg 120 
actctgaggc ctctgcattt gtgggtggtc tgcctgtga 159 



<210> 21 
<211> 901 
<212> DNA 

<213> Hobo sapiens 

<220> 

<221> CDS 

<222> (36).. (635) 

<400> 21 

aaaaagaaat tcccgggctc tggcttcttg gcgcg atg agg ttc egg ttc tgt 53 

Met Arg Phe Arg Phe Cys 
1 5 

ggt gat ctg gac tgt ccc gac tgg gtc ctg gca gaa ate age aeg ctg 101 
Gly Asp Leu Asp Cys Pro Asp Trp Val Leu Ala Glu He Ser Thr Leu 

10 15 20 

gee aag atg tec tot gtg aag ttg egg ctg etc tgc age cag gta eta 149 



3 6 



miE#2 000-31 1 3198 



#5|Z 1 1—346864 



Ala Lys Met Ser Ser Val Lys Leu Arg Leu Leu Cys Ser Gin Val Leu 

25 30 35 

aag gag ctg ctg gga cag ggg att gat tat gag aag ate ctg aag etc 197 
Lys Glu Leu Leu Gly Gin Gly lie Asp Tyr Glu Lys lie Leu Lys Leu 
40 45 50 

aeg get gae gee aag ttt gag tea ggc gat gtg aag gee aca gtg gca 245 
Thr Ala Asp Ala Lys Phe Glu Ser Gly Asp Val Lys Ala Thr Val Ala 

55 60 65 70 

gtg etg agt tte ate cte tee agt gcg gee aag cae agt gte gat ggc 293 
Val Leu Ser Phe He Leu Ser Ser Ala Ala Lys His Ser Val Asp Gly 

75 80 85 

gaa tee ttg tec agt gaa ctg cag cag etg ggg etg ecc aaa gag cae 341 
Glu Ser Leu Ser Ser Glu Leu Gin Gin Leu Gly Leu Pro Lys Glu His 
90 95 100 

gcg gee age ctg tgc cgc tgt tat gag gag aag caa age ecc ttg cag 389 
Ala Ala Ser Leu Cys Arg Cys Tyr Glu Glu Lys Gin Ser Pro Leu Gin 
105 110 115 

aag cae ttg egg gtc tgc age eta cgc atg aat agg ttg gca ggt gtg 437 
Lys His Leu Arg Val Cys Ser Leu Arg Met Asn Arg Leu Ala Gly Val 
120 125 130 

ggc tgg egg gtg gac tac ace ctg age tec age ctg ctg caa tec gtg 485 
Gly Trp Arg Val Asp Tyr Thr Leu Ser Ser Ser Leu Leu Gin Ser Val 

3 7 miE# 2000-3113198 
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135 140 145 150 

gaa gag ccc atg gtg cac ctg egg ctg gag gtg gca get gee cea ggg 533 
Glu Glu Pro Met Val His Leu Arg Leu Glu Val Ala Ala Ala Pro Gly 
155 160 165 

ace cea gee cag cct gtt gee atg tec etc tea gca gac aag ttc cag 581 
Thr Pro Ala Gin Pro Val Ala Met Ser Leu Ser Ala Asp Lys Phe Gin 
170 175 180 

gtc etc ctg gca gaa ctg aag cag gee cag ace ctg atg age tec ctg 629 
Val Leu Leu Ala Glu Leu Lys Gin Ala Gin Thr Leu Met Ser Ser Leu 
185 190 195 

ggc tga ggagaagggt gttccaggcc tgtgtggagc cgccctgccc gtatggagtc 685 
Gly 

200 

aegccctctg aactgctctt cgggaggcag ccetggttet aggatgctga ggccetggcc 745 
eggactctgg cctcceagat ccccagetgc cteacttcte tcttgagaac ttggetcagg 805 
gctcctgagg acctttccca gcattacett cecttccett gaaaggcaat tgttggctgt 865 
tttcataagc aggaaaaata aacagaagta taaagg 901 

<210> 22 
<211> 1274 

3 8 miiE# 2000-3113198 
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<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (131).. (1111) 
<400> 22 

acagcgcgtc gcggcagccc ccaaggaaga ccagcctgcc tctggtcggt tcctggcgct 60 

ctgcgtttcg tgaccttgtc cagtagaagg ctatttaatt ttcacaactg cttgaatttt 120 

gacatacaag atg aag caa gat gcc tea aga aat get gee tac aet gtg 169 
Met Lys Gin Asp Ala Ser Arg Asn Ala Ala Tyr Thr Val 
1 5 10 

gat tgt gaa gat tat gtg eat gtg gta gaa ttt aat cee ttt gag aat 217 
Asp Cys Glu Asp Tyr Val His Val Val Glu Phe Asn Pro Phe Glu Asn 

15 20 25 

ggg gat tea gga aac eta att gca tat ggt gge aat aat tat gtg gtc 265 
Gly Asp Ser Gly Asn Leu He Ala Tyr Gly Gly Asn Asn Tyr Val Val 

30 35 40 45 



att gge aeg tgt aeg ttt eag gaa gaa 
He Gly Thr Cys Thr Phe Gin Glu Glu 

50 



gaa gca gac gtt gaa gge att 313 
Glu Ala Asp Val Glu Gly He 

55 60 



eag tat aaa aea ctt ega aea ttt eae eat gga gte agg gtt gat gge 361 



2000-3113198 



#5)2 11—346864 

Gin Tyr Lys Thr Leu Arg Thr Phe His His Gly Val Arg Val Asp Gly 

65 70 75 

ata get tgg age eea gag act aga ctt gat tea ttg cct cea gta ate 409 
He Ala Trp Ser Pro Glu Thr Arg Leu Asp Ser Leu Pro Pro Val He 
80 85 90 

aaa ttt tgt aet tea get get gat atg aaa att aga tta ttt aet tea 457 
Lys Phe Cys Thr Ser Ala Ala Asp Met Lys He Arg Leu Phe Thr Ser 
95 100 105 



gat ctt cag gat aaa aat gaa tat aag gtt tta gag ggc cat acc gat 505 
Asp Leu Gin Asp Lys Asn Glu Tyr Lys Val Leu Glu Gly His Thr Asp 

110 115 120 125 



ttc att aat ggt ttg gtg ttt gat ccc aaa gaa ggc caa gaa att gea 553 
Phe He Asn Gly Leu Val Phe Asp Pro Lys Glu Gly Gin Glu He Ala 
130 135 140 



agt gtg agt gac gat cae acc tge agg att tgg aac ttg gaa gga gtg 601 
Ser Val Ser Asp Asp His Thr Cys Arg He Trp Asn Leu Glu Gly Val 
145 150 155 

caa aca get cat ttt gtt ctt cat tet cct ggc atg agt gtg tge tgg 649 
Gin Thr Ala His Phe Val Leu His Ser Pro Gly Met Ser Val Cys Trp 
160 165 170 



cat cct gag gag act ttt aag eta atg gtt gea gag aag aat gga aca 697 
His Pro Glu Glu Thr Phe Lys Leu Met Val Ala Glu Lys Asn Gly Thr 

4 0 ffiiE# 2000-3113198 
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175 180 185 

ate egg ttt tat gat ctt ttg gcc caa cag get att tta tct ctt gaa 745 
He Arg Phe Tyr Asp Leu Leu Ala Gin Gin Ala He Leu Ser Leu Glu 
190 195 200 205 

tea gaa caa gtg cca tta atg tea gca cae tgg tgc tta aaa aae ace 793 
Ser Glu Gin Val Pro Leu Met Ser Ala His Trp Cys Leu Lys Asn Thr 

210 215 220 

ttc aaa gtt gga gcc gtt gca gga aat gat tgg tta att tgg gat att 841 
Phe Lys Val Gly Ala Val Ala Gly Asn Asp Trp Leu He Trp Asp He 

225' 230 235 

act egg tec agt tat cct caa aat aag aga cct gtt cac atg gat cga; 889 
Thr Arg Ser Ser Tyr Pro Gin Asn Lys Arg Pro Val His Met Asp Arg 

240 245 250 

gcc tgc tta ttc agg tgg tec aca att agt gaa aat etg ttt gca ace 937 
Ala Cys Leu Phe Arg Trp Ser Thr He Ser Glu Asn Leu Phe Ala Thr 

255 260 265 

act ggt tat cct ggc aaa atg gca age cag ttt caa att cat cat tta 985 
Thr Gly Tyr Pro Gly Lys Met Ala Ser Gin Phe Gin He His His Leu 

270 275 280 285 

gga cac cct cag ecc ate etc atg ggt tct gta gee gtt gga tct gga 1033 
Gly His Pro Gin Pro He Leu Met Gly Ser Val Ala Val Gly Ser Gly 

290 295 300 

4 1 2000-3113198 
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ctg tec tgg cat cga act etc cct ctg tgt gta att gga gga gac cac 1081 
Leu Ser Trp His Arg Thr Leu Pro Leu Cys Val He Gly Gly Asp His 
305 310 315 

aag ctg ttg ttt tgg gtg act gaa gta taa agtgttttct gtaccttaga 1131 
Lys Leu Leu Phe Trp Val Thr Glu Val 

320 325 

ttcacaaact ttgtattttt agtacatatt ttgaagaatt tctatagtac atattttgaa 1191 
gaatttttat atcaaatata ccgtatactt tagaaaatgt ctcagttgct tttattaaat 1251 
aaaatgttga tggtttgaaa aat 1274 



<210> 23 
<211> 1000 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (33).. (185) 

<400> 23 

cttttcgagg taggagtcga ctcctgtgag gt atg gtg ctg ggt gca gat gca 53 

Met Val Leu Gly Ala Asp Ala 

1 5 



4 2 
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gtg tgg etc tgg ata gca cct tat gga cag ttg tgt ccc caa gga agg 101 
Val Trp Leu Trp He Ala Pro Tyr Gly Gin Leu Cys Pro Gin Gly Arg 
10 15 20 

atg aga ata get aet gaa gtc eta aag age aag ect aac tea age cat 149 
Met Arg He Ala Thr Glu Val Leu Lys Ser Lys Pro Asn Ser Ser His 

25 30 35 

tgg cac aea ggc att aga cag aaa get gga agt tga aatggtggag 195 
Trp His Thr Gly He Arg Gin Lys Ala Gly Ser 
40 45 50 

tecaaettge ctggaecagc ttaatggttc tgctcctggt aacgttttta tceatggatg 255 

acttgcttgg gtaaggacat gaagacagtt cctgtcatac cttttaaagg taeatgtttt 315 

attgatgtta acgttaattg attgagctac tgttagtgat gattttaaaa ttaaagcaga 375 

tgggaatctc tctgagaaag aaaatggaga ttaatcttaa actgaaacag tagttgggaa 435 

atcttttaga aatecaceta ttactaceta ttggtaaagg agattaaatt tctaeaggta 495 

tggagagteg gcttgactae actgtgtgga geaagtttta aagaagcaaa ggactcagaa 555 

ttcatgattg aagaaatgca ggeagaeetg ttatcctaaa ctaggtgagt cagcttttgg 615 

tacatgtgat gatttteagt gtaaccaatg atgtaatgat tctgccaaat gaaatataat 675 



4 3 
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gatatcactg taaaaccgtt ccattttgat tctgaggtta ctctactaac aagcatcaca 735 
catttgtatt ttgccctgat taatatgttg gcttcgcttt cagggttttt aatgaccaca 795 
acaagcaagc atgcagctta ctgcttgaaa gggtcttgcc tcacccaagc tagagtgcag 855 
tggcctttga agcttactac agcctcaaac ttctgggctc aagtgatcct cagcctccca 915 
gtggtctttg tagactgcct gatggagtct catggcacaa gaagattaaa acagtgtctc 975 
caattttaat aaatttttgc aatcc 1000 

<210> 24 
<211> 1087 
<212> DNA 

<213> Hofflo sapiens 

<220> 

<221> CDS 

<222> (28).. (558) 

<400> 24 

agcttccggg tttcctgggc tactacg atg gcg atg agt ttc gag tgg ccg tgg 54 

Met Ala Met Ser Phe Glu Trp Pro Trp 

1 5 

cag tat cgc ttc cca ccc ttc ttt acg tta caa ccg aat gtg gac act 102 
Gin Tyr Arg Phe Pro Pro Phe Phe Thr Leu Gin Pro Asn Val Asp Thr 

4 4 mH#2 0 0 0 - 3 1 1 3 1 9 8 



11—346864 



10 15 20 25 

egg cag aag cag ctg gcc gcc tgg tgc teg etg gtc etg tec ttc tgc 150 
Arg Gin Lys Gin Leu Ala Ala Trp Cys Ser Leu Val Leu Set Phe Cys 
30 35 40 

cge ctg cae aaa eag tec age atg aeg gtg atg gaa get cag gag age 198 
Arg Leu His Lys Gin Ser Ser Met Thr Val Met Glu Ala Gin Glu Ser 

45 50 55 

ecg etc ttc aac aac gtc aag eta eag ega aag ctt cet gtg gag teg 246 
Pro Leu Phe Asn Asn Val Lys Leu Gin Arg Lys Leu Pro Val Glu Ser 
60 65 70 

ate cag att gta tta gag gaa ctg agg aag aaa ggg aac etc gag tgg 294 
lie Gin He Val Leu Glu Glu Leu Arg Lys Lys Gly Asn Leu Glu Trp 
75 80 85 

ttg gat aag age aag tec age ttc etg ate atg tgg egg agg eca gaa 342 
Leu Asp Lys Ser Lys Ser Ser Phe Leu He Met Trp Arg Arg Pro Glu 
90 95 100 105 

gaa tgg ggg aaa etc ate tat cag tgg gtt tee agg agt ggc eag aac 390 
Glu Trp Gly Lys Leu He Tyr Gin Trp Val Ser Arg Ser Gly Gin Asn 
110 115 120 

aac tec gtc ttt ace ctg tat gaa ctg act aat ggg gaa gae aea gag 438 
Asn Ser Val Phe Thr Leu Tyr Glu Leu Thr Asn Gly Glu Asp Thr Glu 

125 130 135 



4 5 
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gat gag gag ttc cac ggg ctg gat gaa gcc act eta ctg egg get ctg 486 
Asp Glu Glu Phe His Gly Leu Asp Glu Ala Thr Leu Leu Arg Ala Leu 
140 145 150 

cag gcc eta cag cag gag cac aag gee gag ate ate act gtc age gat 534 
Gin Ala Leu Gin Gin Glu His Lys Ala Glu He He Thr Val Ser Asp 
155 160 165 

ggc cga gge gtc aag ttc ttc tag eagggacctg tetcccttta ettcttaect 588 
Gly Arg Gly Val Lys Phe Phe 
170 175 

eccaccttte cagggetttc aaaaggagac agaceeagtg tcceccaaag actggatetg 648 
tgactccace agactcaaaa ggaetccagt cetgaaggct gggaectggg gatgggttte 708 
teaeacecca tatgtctgtc cettggatag ggtgaggctg aageaeeagg gagaaaatat 768 
gtgcttcttc tcgccctacc tcctttceca tectagactg tccttgagee agggtctgta 828 
aacctgacac tttatatgtg tteaeaeatg taagtacata cacacatgeg cctgeagcac 888 
atgettctgt eteetcctee teceaeceet ttagctgetg ttgcctecct tetcaggctg 948 
gtgctggate cttcetaggg gatgggggaa gccctggctg caggcagcet tecaggcaat 1008 
atgaagatag gaggcccacg ggcctggcag tgagaggtgt ggceecacac cgatttatga 1068 



4 6 
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tattaaaatc tcaactccc 1087 



<210> 25 
<211> 703 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (67).. (222) 

<400> 25 

cggecgcgag gcggccaccg tggagagcag agcgcggcgg ctggaagctg ctaagtcaga 60 

gccgcg atg ttc egg att gag ggc etc geg eeg aag etg gae ecg gag 108 
Met Phe Arg He Glu Gly Leu Ala Pro Lys Leu Asp Pro Glu 

15 10 

gag atg aaa egg aag atg ege gag gat gtg ate tec tec ata egg aae 156 
Glu Met Lys Arg Lys Met Arg Glu Asp Val lie Ser Ser He Arg Asn 

15 20 25 30 

ttt etc ate tae gtg gee etc etg ega gte act eea ttt ate tta aag 204 
Phe Leu He Tyr Val Ala Leu Leu Arg Val Thr Pro Phe He Leu Lys 

35 40 45 

aaa ttg gae age ata tga agaeaggaea teacatatga atgcacgata 252 
Lys Leu Asp Ser He 



ffifE#2 000-3113198 



1 1—346864 

50 

tgaagagcct ggttacagtt tcgactcctc tctgcaagtg aataggccca gaaaggtgta 312 
agagactctt tgaatggaca taaaattctg cttgttaaga acaagtttgg ctctggtaac 372 
tgaccttcaa agctaaaata taaaactatt tgggaagtat gaaacgatgt ctcgtgatct 432 
ggtgtaccct tatccctgtg acgtttggcc cctgacaata ctggtataat tgtaaataat 492 
gtcaaactcc gttttctagc aagtattaag ggagctgtgt ctgaaatggc actgtcttgt 552 
cagtcatttc tgtttacctt tttcttctgc ccagagtgta tttgtgaaga gtctcttata 612 
ttatgttttg tggaaatcag cacacaacca caatgacatt taagcacagg atcattatta 672 
gtctatgttt ttaataaaca tatcaattaa g 703 



<210> 26 
<211> 921 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (204).. (776) 

<400> 26 



4 8 ai|EE# 2000-3113198 
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ctcccccggc gcggtccgcc aggccagtgc cctcagcatc tccaccccga ggtggtttga 60 

actttgagcc ttttgtagtc ctgatgaata atttcatttt cctcaagttt atgacactcg 120 

gaacgtcaag aactggaggt ttgtgcaatt tgagaccggt cggcactgtg cagagatcag 180 

agtactaaga gacagagatt aaa atg get tec aga gga aag aca gag aca age 233 

Met Ala Ser Arg Gly Lys Thr Glu Thr Ser 
15 10 

aaa tta aag cag aat tta gaa gaa cag ttg gat aga etc atg caa caa 281 
Lys Leu Lys Gin Asn Leu Glu Glu Gin Leu Asp Arg Leu Met Gin Gin 

15 20 25 

tta caa gat ctg gag gaa tgc aga gag gaa ctt gat aca gat gaa tat 329 
Leu Gin Asp Leu Glu Glu Cys Arg Glu Glu Leu Asp Thr Asp Glu Tyr 

30 35 40 

gaa gaa acc aaa aag gaa act ctg gag caa eta agt gaa ttt aat gat 377 
Glu Glu Thr Lys Lys Glu Thr Leu Glu Gin Leu Ser Glu Phe Asn Asp 

45 50 55 

tea eta aag aaa att atg tct gga aat atg act ttg gta gat gaa eta 425 
Ser Leu Lys Lys He Met Ser Gly Asn Met Thr Leu Val Asp Glu Leu 
60 65 70 

agt gga atg cag ctg get att cag gca get ate age cag gee ttt aaa 473 
Ser Gly Met Gin Leu Ala lie Gin Ala Ala He Ser Gin Ala Phe Lys 

75 80 85 90 

4 9 ffii£# 2000-3113198 
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acc cca gag gtc ate aga ttg ttt gca aag aaa caa cca ggt cag ctt 521 
Thr Pro Glu Val He Arg Leu Phe Ala Lys Lys Gin Pro Gly Gin Leu 

95 100 105 

egg aea agg tta gca gag atg gat aga gat etg atg gta gga aag ctg 569 
Arg Thr Arg Leu Ala Glu Met Asp Arg Asp Leu Met Val Gly Lys Leu 

110 115 120 

gaa aga gac etg tae aet caa cag aaa gtg gag ata eta aca get ctt 617 
Glu Arg Asp Leu Tyr Thr Gin Gin Lys Val Glu He Leu Thr Ala Leu 

125 130 135 

agg aaa ctt gga gag aag etg act gca gat gat gag gee ttc ttg tea 665 
Arg Lys Leu Gly Glu Lys Leu Thr Ala Asp Asp Glu Ala Phe Leu Ser 
140 145 150 

gca aat gca ggt get ata etc age cag ttt gag aaa gtc tet aca gac 713 
Ala Asn Ala Gly Ala He Leu Ser Gin Phe Glu Lys Val Ser Thr Asp 

155 160 165 170 

ctt ggc tet gga gac aaa att ctt get ctg gca agt ttt gag gtt gaa 761 
Leu Gly Ser Gly Asp Lys He Leu Ala Leu Ala Ser Phe Glu Val Glu 

175 180 185 

aaa aea aaa aaa tga catggtgcag aagcttgtaa cattgatcac attcttaatg 816 
Lys Thr Lys Lys 
190 



5 0 
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taaatggtgt ctttcttctg gggttttcag ttattgcaaa gaaatgaaga gattctggaa 876 



atgcatcaat aacctaagaa aaagcgacat aaaaatatac ttatg 921 



<210> 27 

<211> 584 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (41).. (418) 

<400> 27 

ttttttccgg ttccggcctg gcgagagttt gtgcggcgac atg aaa ctg ctt acc 55 

Met Lys Leu Leu Thr 

1 5 

cac aat ctg ctg age teg cat gtg egg ggg gtg ggg tec cgt ggc ttc 103 

His Asn Leu Leu Ser Ser His Val Arg Gly Val Gly Ser Arg Gly Phe 

10 15 20 

eec ctg cgc etc cag gee acc gag gte cgt ate tgc ect gtg gaa ttc 151 
Pro Leu Arg Leu Gin Ala Thr Glu Val Arg He Cys Pro Val Glu Phe 

25 30 35 

aac eec aac ttc gtg gcg cgt atg ata ect aaa gtg gag tgg teg gcg 199 
Asn Pro Asn Phe Val Ala Arg Met lie Pro Lys Val Glu Trp Ser Ala 

5 1 ffiiE# 2000-3113198 
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40 45 50 

ttc ctg gag gcg gcc gat aac ttg cgt ctg ate cag gtg ccg aaa ggg 247 
Phe Leu Glu Ala Ala Asp Asn Leu Arg Leu He Gin Val Pro Lys Gly 

55 60 65 

ccg gtt gag gga tat gag gag aat gag gag ttt ctg agg acc atg cac 295 
Pro Val Glu Gly Tyr Glu Glu Asn Glu Glu Phe Leu Arg Thr Met His 
70 75 80 85 

cac ctg ctg ctg gag gtg gaa gtg ata gag ggc acc ctg cag tgc ccg 343 
His Leu Leu Leu Glu Val Glu Val lie Glu Gly Thr Leu Gin Cys Pro 
90 95 100 

gaa tct gga cgt atg ttc ccc ate age cgc ggg ate ccc aac atg ctg 391 
Glu Ser Gly Arg Met Phe Pro He Ser Arg Gly He Pro Asn Met Leu 
105 110 115 

ctg agt gaa gag gaa act gag agt tga ttgtgccagg cgccagtttt 438 
Leu Ser Glu Glu Glu Thr Glu Ser 

120 125 

tcttgttatg actgtgtatt tttgttgatc tataccctgt ttcegaattc tgccgtgtgt 498 
atccccaacc cttgacccaa tgaeaccaaa cacagtgttt ttgagctegg tattatatat 558 
ttttttctca ttaaaggttt aaaace 584 



5 2 
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<210> 28 
<211> 467 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (40)., (417) 

<400> 28 

tttaggaagt tgaaaggccc agaggaggcc tccgggcaa atg gcc gga get gga 54 

Met Ala Gly Ala Gly 

1 5 

ccg acc atg ctg eta cga gaa gag. aat ggc tgt tgc agt egg cgt cag 102 
Pro Thr Met Leu Leu Arg Glii Glu Asn Gly Cys Cys Ser Arg Arg Gin 
10 15 20 

age age tee agt gee ggg gat teg gae gga gag egc gag gae teg geg 150 
Ser Ser Ser Ser Ala Gly Asp Ser Asp Gly Glu Arg Glu Asp Ser Ala 

25 30 35 

get gag ege gee ega eag cag eta gag geg etg cte aae aag act atg 198 
Ala Glu Arg Ala Arg Gin Gin Leu Glu Ala Leu Leu Asn Lys Thr Met 
40 45 50 

egc att egc atg aca gat gga egg aca etg gtc ggc tgc tte etc tgc 246 
Arg lie Arg Met Thr Asp Gly Arg Thr Leu Val Gly Cys Phe Leu Cys 

55 60 65 



ailE# 2000-31 13198 
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act gac cgt gac tgc aat gtc ate ctg ggc tcg gcg cag gag ttc etc 294 
Thr Asp Arg Asp Cys Asn Val He Leu Gly Ser Ala Gin Glu Phe Leu 

70 75 80 85 

aag ceg tcg gat tec ttc tct gee ggg gag ccc cgt gtg ctg ggc ctg 342 
Lys Pro Ser Asp Ser Phe Ser Ala Gly Glu Pro Arg Val Leu Gly Leu 
90 95 100 

gee atg gta ccc gga cae cae ate gtt tec att gag gtg cag agg gag 390 
Ala Met Val Pro Gly His His He Val Ser He Glu Val Gin Arg Glu 
105 110 115 

agt ctg ace ggg cct ccg tat etc tga ecacgatgge gcttaccttt 437 
Ser Leu Thr Gly Pro Pro Tyr Leu 
120 125 

cagactteat taaaettatg accgaatggg 4g7 



<210> 29 
<211> 875 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (25).. (555) 



5 4 



fflSE#2 000-3113198 
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<400> 29 

ctttgcgcgg cacctggcga caaa atg get gcc cga ggg aga egg geg gag 51 

Met Ala Ala Arg Gly Arg Arg Ala Glu 

1 5 

eet cag ggc egg gag get eeg gge ecc gcg ggc ggt ggc ggt ggc ggg 99 
Pro Gin Gly Arg Glu Ala Pro Gly Pro Ala Gly Gly Gly Gly Gly Gly 
10 15 20 25 

age cgt tgg get gag teg gga teg ggg acg teg ece gag age ggg gae 147 
Ser Arg Trp Ala Glu Ser Gly Ser Gly Thr Ser Pro Glu Ser Gly Asp 
30 35 40 

gag gag gtg teg ggc gcg ggt tcg age ecg gtg teg ggc ggc gtg aac 195 
Glu Glu Val Ser Gly Ala Gly Ser Ser Pro Val Ser Gly Gly Val Asn 

45 50 55 

ttg ttc gcc aac gae ggc age ttc etg gag ctg ttc aag egg aag atg 243 
Leu Phe Ala Asn Asp Gly Ser Phe Leu Glu Leu Phe Lys Arg Lys Met 
60 65 70 

gag gag gag cag egg cag egg cag gag gag ccg cce ecg ggt ecg cag 291 
Glu Glu Glu Gin Arg Gin Arg Gin Glu Glu Pro Pro Pro Gly Pro Gin 

75 80 85 

Cga cce gae cag tcg gcc gcc gee get ggc cec ggg gat ccg aag agg 339 
Arg Pro Asp Gin Ser Ala Ala Ala Ala Gly Pro Gly Asp Pro Lys Arg 
90 95 100 105 
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aag ggc ggt ccg ggc tec aca ctt age tte gtg ggc aaa cge aga gge 387 
Lys Gly Gly Pro Gly Ser Thr Leu Ser Phe Val Gly Lys Arg Arg Gly 
110 115 120 

ggg aae aaa eta gee cte aag acg gga ata gta gcc aag aag cag aag 435 
Gly Asn Lys Leu Ala Leu Lys Thr Gly He Val Ala Lys Lys Gin Lys 

125 130 135 

acg gag gat gag gta tta aca agt aaa ggt gac gcg tgg gcc aag tac 483 
Thr Glu Asp Glu Val Leu Thr Ser Lys Gly Asp Ala Trp Ala Lys Tyr 
140 145 150 

atg gea gaa gtg aaa aag tac aaa get cac cag tgc ggt gac gat gat 531 
Met Ala Glu Val Lys Lys Tyr Lys Ala His Gin Cys Gly Asp Asp Asp 

155 160 165 

aaa act egg ecc ctg gtg aaa tga cgeccctcce ccaectgccc atggcctggg 585 
Lys Thr Arg Pro Leu Val Lys 
170 175 

actetetgcg atgtacataa ctatttaatg cagcggcagc ggcgacagcc ttccctgaga 645 

ggacttaaaa geagaaggaa accgagatgc ttcecgeagc egtggacgat tetecaggac 705 

tcttttttta cettgagcac ttgeetegtg agacttcata gaacagtggt ttaetgtcec 765 

eccettctca cetcctcatt ctetctgget etttctgtet tectcttcte accctectee 825 

etcccettag ecateaettc tgggaagtaa agaacttgae ttagtgcegg 875 
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<210> 30 
<211> 470 
<212> DNA 

<213> Hobo sapiens 

<220> 

<221> CDS 

<222> (216).. (374) 

<400> 30 

cttagtcgtg tgtacatcat tgggaatgga gggaaataaa tgactggatg gtcgctgctt 60 

tttaagtttc aaattgacat tccagacaag cggtgcctga gcccgtgcct gtcttcagat 120 

cttcacagca cagttcctgg gaaggtggag ccaccagcct ctccttgaat aactgggaga 180 

tgaaacagga agctctatga cacacttgat cgaat atg aca gac acc gaa aat 233 

Met Thr Asp Thr Glu Asn 

1 5 

cac gac tea gcc ccc tec age acc tct ace tgt tgc ccg ecg ate aca 281 
His Asp Ser Ala Pro Ser Ser Thr Ser Thr Cys Cys Pro Pro He Thr 
10 15 20 

gee gga atg eag etg aaa gat tee ctg ggg cet ggt tec aae cge cea 329 
Ala Gly Met Gin Leu Lys Asp Ser Leu Gly Pro Gly Ser Asn Arg Pro 

25 30 35 



5 7 
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ctg tgg act ctg agg cct ctg cat ttg tgg gtg gtc tgc ctg tga 374 
Leu Trp Thr Leu Arg Pro Leu His Leu Trp Val Val Cys Leu 
40 45 50 

tattttggtc atgggctggt ctggtcggtt tcccatttgt ctggccagtc tctatgtgtc 434 

ttaatccctt gtccttcatt aaaagcaaaa ctaaag 470 



[HI] 

gasHP 10 14 9(D7s. jmmmnm&uumBMyfo 2 a 1 1. 2®t 

[02] 

m&MHP 10 16 o<Dr^jmmmtm^UMM&MZKi 248. 15® 

[03] 
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[03] 
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